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Abstract 

We investigated the molecular epidemiological characteristic of methicillin resistant Staphylococcus aureus (MRSA)
strains isolated from stool samples in Busan from 2004 to 2006. Among 142 isolates of S. aureus, 49 isolates (34.5%) were
confirmed as MRSA. With the antimicrobial susceptibility tests, 37 isolates (75.5%) showed multiple resistance to more than
10 antibiotics, but all isolates were sensitive to vancomycin. All of MRSA had enterotoxin A in 30.6%, B 4.1%, C 8.3%, D,
C/G, A 2.0% and None 51%. PFGE of Sma -digested chromosomal DNA was performed on 49 sporadic MRSA isolates.
Restriction fragment patterns consisted of 8 to 14 fragments ranged in size from 48.5 to 630.5kbp. We could divided on
isolates into 7 groups ( ) by analyzing PFGE patterns. Group I subdivided as 2 subgroups and 17 (34.7%) strains
belong to the group . Dendrogram of PFGE patterns showed that MRSA strains in Busan were heterogeneous but we could
find out minor homogeneity in hospital.
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Table 1. Rates of MRSA isolates in Busan from 2004 to 2006

Fig. 1. Antibiotic resistant rate of Mechicillin-resistant S.
aureus(MRSA) isolated from Stool samples.

* AM, ampicillin; FEP, cepepime; CTT, cefotetan; CIP,
ciprofloxacin; C, chloramphenicol; CC, clindamycin; E,
erythromycin; GM, gentamycin; IPM, imipenem; OX,
oxacillin,;P, penicillin; RA, rifamfin; TE, tetracyclin;
SXT, trimethoprim/sulfamethoxazole; VA, vancomycin.



Fig. 2. Distribution of multiresistant MRSA isolates

Table 2. Enterotoxin production of MRSA isolates



Fig. 3. PFGE (Sma I digested) patterns of representative MRSA
isolates from sporadic cases in Busan (2004~2006). Lane
M, Lamda PFG marker; Lane 1, D0401; 2, B0402; 3,
B0403; 4, B0404; 5, D0405; 6, B0406; 7, B0407; 8,
S0408; 9, S0409; 10, H0410; 11, D0411; 12, CH0412;
13, B0413; 14, H0414; 15, D0415; 16, B0416; 17,
B0417; 18, D0418; 19, D0501; 20, D0502; 21, H0503;
22, B0504; 23, H0505; 24, D0506; 25, D0507.

Fig. 4. PFGE (Sma I digested) patterns of representative MRSA
isolates from sporadic cases in Busan (2004~2006). Lane
M, Lamda PFG marker; Lane 1, CH0508; 2, CH0508; 3,
D0509; 4, CH0510; 5, S0511; 6, D0512; 7, B0513; 8,
H0601; 9, D0602; 10, H0514; 11, D0515; 12, B0516; 13,
D0517; 14, B0603; 15, D0604; 16, CH0605; 17, D0606;
18, D0607; 19, CH0608; 20, B0609; 21, D0610; 22,
D0611; 23, D0612; 24, D0613; 25, D0614.



Fig. 5. Dendrogram showing similarities among the Sma I PFGE pattern of the 49 sporadic case
methicillin resistant S. aueus strains.








